1 List of references (theory)

LCS of uniform cladograms: [4, 3, 2, 14, 20, 5].

LCS of dense Erd6-Rényi random graphs: [6, 10, 24].
LCS of uniform hypergraphs: [16].

LCS of random words: [7, 8, 9, 12, 15, 18].

LCS of Mallows permutations: [13].

An extension of the uniform cladogram style LCS to leaf labelled
Bienaymé trees: [21].

LCS of uniform random recursive trees: Not released yet, but try looking
for [Baumler, Kerriou, Martin, Lodewijks, Powierski, Rdcz and Sridhar 2025+]
if some time has passed.

2 List of references (applications)

Admittedly, I know the literature for these topics way worse, but I'll at least
put some stuff down to get you going if you want to dig around yourself!

Algorithmic discussions of the LCS for graphs: [1, 23, 11, 19].

Leaf labelled binary trees and the LCS appearing in phylogenetics:
[22, 4].

Graph matching surveys: [17, 25]
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